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TTTTTTCACACCTCTTTCTC CTTATCTGCTGCCGTCAACT ATM_02-03_S01
CCTTTCGTTCTGTAGC ATATATATGTATATGTATATATGC ATM_02-03_A01
CCTTTCGTTCTGTAGC ATATATATGTATATGTATATGTGC ATM_02-03_A02
ATCACACTTATTTCAAGG GAACACACATCACTGTCTG ATM_02-03_A06
ACAGTGATGTGTGTTCTG TCCTTGAAATAAGTGTGATTAG ATM_02-03_S02
ACAGTGATGTGTGTTCTG TCCTTGAAATGTGTGATTAG ATM_02-03_S03
ACTTCTTTCTGAAAAT GCAGATAAGCAGATCATTAAGTAC ATM_02-03_A03
CGAAAGGTAGTAAATTAC CAATTAAACATCTAGATCGGCA ATM_02-03_5S04
CGAAAGGTAGTAAATTAC CAATTAAACATCTAGGTCGGCA ATM_02-03_5S05
TTTGGAATCTGAATGC AAGGAAAAATTGAATTTAAGTAAT ATM_02-03_A04
AACCCATTATTATTTCC GGGATGCTGTTTTTAGGTATTCT ATM_02-03_S06
CCTGATTCGAGATCCTG CTCTTTCATATTTATTTCTGTTG ATM_02-03_S07
AGTAATATCACAACAGAAAT TGTTTAATTGTTTCAGGATC ATM_02-03_A05
TGGTTTTGCTATTCTCAG GCCATCACAAAGAGCAACTTTT ATM_04_A01
GTGATGGCATGAACAGC GCAAAACCAAATGTATCAGCCTC ATM_04_S01
GATGAAGTATTTGACCAAAC CTTCAAGAAAACAAAATGCA ATM_04_A02
GATGAAGTATTTGACCAAAC CTTCAAAAAAACAAAATGCA ATM_04_A03
GATGAAGTATTTGACCAAAC CTTCAAAAAAACAAAACGCA ATM_04_A05
CAGAAATATATTCAGAA GTGCAAACAGAAGTAAGTGATGT ATM_04_502
CAGAAATATATTCAGAA ATGCAAACAGAAGTAAGTGATGT ATM_04_S04
AAGTCCTTAAAATGAT CTGATTTCCTGCATCTTTTTCTGC ATM_04_A04
GGAAATCAGTAGTTTGGTC GGACTTAACTGTTGCATAAGT ATM_04_S03
ATTAGATGAATCTTTC GAATGGCAACTATTTAAATAATTC ATM_05_A01
ATTAGATGAATCTTTC GAATGGCAACTACTTAAATAATTC ATM_05_A02
GCCATTCCAAGTGTCT ATCTAATGGTGCTATTTACGGAGC ATM_05_S01
AGTATTTTCTCACAGA TAGGTGCTCCTATTTCAAAATAAA ATM_05_A03
GGCTAAAATGTCAAGA GGTGTGAAATATCTCAGCAACAGT ATM_05_502
TTTCTTTGGTGAAGTTTC TGTTGCTACAATCAGCTCCGTA ATM_05_A04
CATACTACTCAAAGACATTC GCACTCTGTCTGTATCTGTC ATM_05_S03




CATACTACTCAAAGACATTC GCACTCTGTCTATATCTGTC ATM_05_S04
GCCACTAAAACTCTATGAACATC CAATTTAACTTAAATATTCC ATM_06_A05
TTCTAGCCACTAAAACTCTATG TACAATTTAACTTAAATA ATM_06_A01
TTTTAGCCACTAAAACTCTATG TACAATTTAACTTAAATA ATM_06_A02
AAAAAATCATGACTAAT AAGGATGCTGTTCTCAGACTGAC ATM_06_S01
AGTCCAAAAATTTGGA CAGAGAACAATTCTTAAAAAAAAA ATM_06_A04
TTGTTCTCTGTGTACTTCAGG GGACTTTTTTTCCAAGGCT ATM_06_S02
GCACACTGAATAGCCTTGG TCAGATAGAGCCTGAAGTAC ATM_06_A06
AATTCATGCTGTTACC GAAATACTTTTGATCTTGCAAGAC ATM_06_S03
AATTCATGCTGTTACC GAAACACTTTTGATCTTGCAAGAC ATM_06_S04
CTAAAACATGGTCTTGCAAGAT ACAGCATCCTTTGGTAAC ATM_06_A03
CATACCACTTCATAACTGTT CTTCCTCAAGACTTTGGCTG ATM_07_S01
TTCGAAAGTTGACAGC CAAACTGTACAAACTGAACAGTTA ATM_07_AO01
TTCGAAAGTTAACAGC CAAACTGTACAAACTGAACAGTTA ATM_07_A02
CAGACAAGAAAAGAGC GCTTTATATTTGGACTCAACATAG ATM_07_502
CATTAAGCCTATGTTGAG TTTAGACCTGAAGAGCTCTTTT ATM_07_A03
GGAGATGAAATTCTTCCC CCAAGAAAAAGGTATAAAGGAA ATM_07_S03
ACAGTAAACATTTCCTTT AATATAAAGCAAAGTGGGAAGA ATM_07_A04
GGAAAGTCATATCCTCCT ATGGATATAAATTTGCAGTTGA ATM_07_A05
CGAAAGGAGCCAAAAC TGGATTTCTCTGGTTGATAATGTT ATM_07_S04
GACTTATCTCATTCACTAGC CTCCCACAAAATTATTCAGC ATM_08_A01
GACTTATCTCATTCACTAGC CTCCCACAAAATTACTCAGC ATM_08_A02
GTGGGAGCTAGCAGTGT GAGATAAGTCATATAGGAAGTAG ATM_08_S01
AATTTTCTTTGACGGC AAGCACCTGTAATCCAAAAAATTA ATM_08_A03
CAACTTATATGATCTGC GTACAGTAAGTAGGTCATGTCAC ATM_08_502
TTAAAAGCCCAAAATGCCCAGT CGAAATCCTGAAGAATAC ATM_08_A04
GGCAGATATCTGTCACC GACTCTGTACATGCAACTATTCC ATM_08_S03
AACAGCGAAACTCTGGCTCA GTGATTACAGTGTCCCTTGC ATM_09_S01
AACAGCAAAACTCTGGCTCA GTGATTACAGTGTCCCTTGC ATM_09_S02
ATTTTCTTCCTTTTGCAAGG CTTTTTTTTTTTTTTGAGCC ATM_09_A01
CCAGATCCTTGGAGAT CACAGAATGATTTTGATCTTGTGC ATM_09_S03
TGGTAACACTTTACCAAGGC TGTAGTAGTGTAAGATTGAG ATM_09_A02
CTACACAAAGAGAATC GTGTTACCATTTTCTCATTCAGTG ATM_09_S04
GGTTGAGATGAAAGGATTCCAC GATCTTTTATTACTTCCC ATM_09_AO03




AAGATCACCTTCAGAAGT CATCTCAACCAGAACTAAGTCA ATM_09_S05
GTAAGAGTACCATGTC GTTTACCTAACTGTGAGCTGTCTC ATM_10_S01
TGGGGTAGAAGCTGAGATAG CTATTCCATCACATTAACAA ATM_10_A07
CTGTTGGGGTAGAAGCTG TGAAAACTATTCCATCACATTA ATM_10_A01
TAAGGCATCGTAACACA GGTTGCAATCTGTAGCCTAAAAA ATM_10_A02
TGCAACCCAATTAATATC GCCTTACGGAAGTTGCATTGTG ATM_10_S02
TGCAACCCAGTTAATATC GCCTTACGGAAGTTGCATTGTG ATM_10_S03
TTTTAATAAATCTGAC AGATAGTATCATCAGTAATGGAGA ATM_10_AO03
CCAACAGCGACATGGGGAA TTGGTGTATTACCTTTCGTGG ATM_10_S04
CTGAATTATGGCTCCAAGT TGACCTCTTGTCTTGACACAA ATM_10_A04
CAAACCTAGAAAGCTCACAA GGGTAGTTTAGTTGAGGTTG ATM_10_S05
CAAACCTAGAAAGCTCACAA GGATAGTTTAGTTGAGGTTG ATM_10_S06
CAGACATAATGCATGC AGCTTGTATTTGCTCAGAACTTAT ATM_10_AO05
ACTTTGGCTTACTTGG ACAGATAAACACACACAGACACAC ATM_10_S07
ACAAGAAAAGCATCTGA TGAACTTACCATGAAGGTCTGCA ATM_10_A06
GGCACTGTCCTGATAGAT CGGTAAAAATGGGAATAGAGCA ATM_11_S01
TTCACACATATTTTGC TTGGAGGGGCAAAGACTTTATCTA ATM_11_AO01
GATAGAATAAGAGCCAT ACAGCATACTGCAGGACTATAAC ATM_11_AO02
GATAGAGTAAGAGCCAT ACAGCATACTGCAGGACTATAAC ATM_11_AO03
GTATGCTGTTTGACTTTGGC TCTATCAGTTAGAGGGTGAC ATM_11_S02
AAGTAAATAGAAGCTT GCATGCTGCTGTTTTTTTTGTTTG ATM_11_S03
AGCCTGATAAAACAAAC TATTGATTCCTTTAAAGAAAAGC ATM_11_A04
ATCTGGGAAATTCTGCA GGAGGCACTTCTGTGCTATTTTC ATM_11_AO05
GAAGTGCCTCCAATTCTTCAC CCCAGATCTAACCTTAATT ATM_11_S04
GCTTTGGAAAAAATTC CCATGTAAAGAATACTTTAAACTT ATM_12_A01
TGGCTTTTGGTCTTCTAAGTG GCCAGAATGGTATGTTATC ATM_12_S01
CCAGCTAAAATTATCATC ACTCACAAGAATTTTCTCCAGT ATM_12_A02
CCAGCTAAAATTGTCATC ACTCACAAGAATTTTCTCCAGT ATM_12_A03
TGTGAGTCTCACTATGAAAA GCTGGGTAGTAGCTGCATCT ATM_12_S02
CTAGGTTAATGTTTTCCT CATTCTCAGAAGTAGAAGAACT ATM_13_S01
TGAAGAAATAGTTCTTC GCAATATATTACAAAGGAAAACA ATM_13_A01
ATGGTTAAAAAGTCCA ACCAAGTACCTAATGCTTTGCCTT ATM_13_A02
CAATGGTTAAAAAGTCCATC CCAAGTACCTAATGCTTTGC ATM_13_A06
AGAGAAGCCAATACTGGACTG TTTGGTGGTGTTCACTTCA ATM_13_A03




ACCACCAAAAAGATAAAGAAGA GCTTCTCTGTCCACCAGA ATM_13_S02
TAACCATTGTGAGAGA ACTCATCTGAGGTGAGATTTTTTA ATM_13_S03
TAACCATTGTGAGAGA ACTCACCTGAGGTGAGATTTTTTA ATM_13_S04
TCTTTTTTTAAAAAATCTC TTCTATACCACATTCTCTCAC ATM_13_A04
TCTCAAGGAATCACTGGA AGGAAGGAGAAATAGGGGCAGG ATM_13_S05
TGCTGTTTTTCCTGCCCCT CAGAAGACAGCGATCCAGTGA ATM_13_A05
GTATGTAGAATTTGTT GGTGGGTGTCCTTGGCTGCTACTG ATM_14_S01
TTACACCCATGTAACAGTAGC ACTCTATCTTTTGTAAGAA ATM_14_A01
TTACACCCATGTAACAGTAGC ACTTTATCTTTTGTAAGAA ATM_14_AO03
TTACACCCATGTAACAGTAGC ACTCTATCTTTTGTAACAA ATM_14_A04
TTACACCCATGTAACAGTAGC ACTCTATCTTTTGTAGGAA ATM_14_AO05
TTACACCCATATAACAGTAGC ACTCTATCTTTTGTAAGAA ATM_14_A06
TGTGGTTTACTTTAAG ATTCCAGAAAGCCAAGGTAGGAGA ATM_14_S02
TACATTTCATTCAAAT ACACCCACCAAAAGACGTGAACAC ATM_14_A02
GAAGCATATAAGTCAGA TTTATGCAGGTTAACCCTTTCTC ATM_14_S03
AGTACACTGTAAAAAGCA GGAATTCAGAATTGGTTCCTTG ATM_15_S01
ACGTGTACATAGCTGC ATGCAAATTCCAGTTAAAATTATA ATM_15_A03
CCTTCTATTCACAATAGTC GCAACTGTACCAAGGTAAGAT ATM_15_S02
AGAAAGATCCTATCTC TTATTTTTAAACAGAGTGATACTT ATM_15_A04
AGAAAGATCCTATCTC TTATTTTTTAACAGAGTGATACTT ATM_15_A05
TTGTGACAATCCCACTGCAC CTCAAGGAACCAATTCTGAA ATM_15_A06
GAAATATGATGCAGCT CACAACTCATTGTAGCCTTGACCT ATM_15_S03
GAAATATGATGCAGCT CACGACTCATTGTAGCCTTGACCT ATM_15_S04
GCAGCATATATATTGG GCAGAAGAGTCCAAATAAGATTGC ATM_16_S01
TTTGATGTTAACAATCGC ATCTTGAATGGAATGTAGATAA ATM_16_A01
ACTTTTACAAATATCTGC CAATTATTCTTGGCAGAC ATM_16_A03
GCTTGGTTCTTTGTTTGTCTT CCTGTTTTGCTATCATATT ATM_16_S02
GATATTTCAACAAAAAA AAAAGCCAGATGCAATCTTATTT ATM_16_A02
GTTTAGTAAGTATGCT GTGGAAATTAAGGCCAGGTGCGGT ATM_16_S03
GTTTAGTAAGTGTGCT GTGGAAATTAAGGCCAGGTGCGGT ATM_16_S04
TTAGGTAAATTTTGAC GATACTAATGGAAATCTAATGGAG ATM_17_S01
TAAATAGATTCATGGATGACTG GTTCAAGATGGCTTCTTG ATM_17_A01
AGCCATTTGACCGTGGAGAAG CCTGGAGAGAGCCAAAGTA ATM_17_S02
AGCCATTTGACCGTGGAGAAG TCTGGAGAGAGCCAAAGTA ATM_17_S03




ATTTACCTATGGTACTTTGGC ATTGATTCTACTTCTCCAC ATM_17_A02
GTGGAGGATCAGTCATC ACTTCTTTATATTGATTTGGCAG ATM_17_S04
CTATACTAAGAGAAAATG CTCTCCAGGTTCGTTTGCATCA ATM_17_AO03
CTATACTAAGAGAAAATG CTCTCCAGATTCGTTTGCATCA ATM_17_A04
GAGTTAATATGACTAT CATGCTCAAGTTCTTGTGTTTGTG ATM_18_S01
GGTCTGAGCAGTAGTTACACAC AGAAGGGCACAACAGCCA ATM_18_A01
GGTCTGAGCAGTAGTTACACAC AGAAGGGCACACCAGCCA ATM_18_A04
TTTTTAGGTGCCATTA GCAGCTGATATTCGGAGGAAATTG ATM_18_S02
CTAGCGTGCTAGAATC GATCTTGCTTTGACAGATATTCTT ATM_18_A02
CCAATACTGTGTCCTTTAG GGATTTTATCTGATGTTGCTG ATM_18_S03
ATTACATTTAGTCAGCAACATC TATCAGCTGCCCTAAAGG ATM_18_A03
AAGAACATCTTCCATTG AACATAGGCCGGGTGCAGTGGCT ATM_19-20_A01
AAGAACATCTTCCATTG AACATAGGCCAGGTGCAGTGGCT ATM_19-20_A02
GGCCTATGTTTATATACTTTT GTTCTTGAACTTCTGAAAC ATM_19-20_501
TTAAAGTGAACATAAC GGTAGGAGGGAAAAAAATCAGGTT ATM_19-20_A03
TTCCCTCCTACCATCTTAG GTTATGTTCACTTTAAAG ATM_19-20_506
TTAAAGGAGCTTCCTGG GTTCTGTTAAGCTTATAAAGTTG ATM_19-20_502
TGGTCACGACGATACAAAG CTTACGATAGTGGTTTCAGAA ATM_19-20_A04
CGTAAGAAATTAAAACC CGTGACCAAGATGTTTGTAAAAC ATM_19-20_S03
GTTTTACAAACATCTTGG CATAAGGTTTTAATTTC ATM_19-20_A08
TTGACCTAGGTTTTTCAC CAGAACACATCAGTTATTTT ATM_19-20_S07
CTTGAGCATCCCTTGT TGTGGTAAAAAAAAAAAAAAAGTT ATM_19-20_A05
CTTGAGCATCCCTTGT TGTGGTAAAAAAAAAAAAACAGTT ATM_19-20_A06
TACCACAGCAATGTGT GCTCAAGGACAGTTTCTTACAGTA ATM_19-20_S04
ACTTGCATTCGTATCCAC CTTTGACCTAGGTTTTTCACTA ATM_19-20_A07
ATTTGCATTCGTATCCAC CTTTGACCTAGGTTTTTCACTA ATM_19-20_A08
CTCTGAGAACACAAGGGAT CATCAGTGATTTCTTCTGATC ATM_19-20_S05
ATAAGTTTAGCACAGAA GGAGAGGAAATATATATTCTCTG ATM_21-22_S01
TCACCTCAAGCAAAGT AGCACTCAGAAAACTCACTGAAAG ATM_21-22_A01
TCACCTCGAGCAAAGT AGCACTCAGAAAACTCACTGAAAG ATM_21-22_A02
TTCAGGCATCTAACAAA AGCAGTCTTTGTTTGTTAATGAG ATM_21-22_502
AGAACTGTGGTTAAAT TTTACTAGGGCCATTCTTACAGAG ATM_21-22_A03
AGAACTGTGGTTAAAT TTTACTAGGGCCACTCTTACAGAG ATM_21-22_A04

CCCTAGTAAATTGCCTTAAAA

GTTCTTTTCCCGTAGGCTG

ATM_21-22_S03




GGTGATGATTGTCAGC

AAATAGAGAAAAATTACTCATTAA

ATM_21-22_A05

CTCTATTTCATATTTAACCACA CCAAGTTCGCATGTTGGC ATM_21-22_S04
TGTAATGGGAAAAGACTT GGAATGCTGCAGATGGCAGTAG ATM_21-22_S05
TGTAAGACATTCTACTGCCATC CATTTACAGGAAAGTCTT ATM_21-22_A06
GCTGTTTGCTGAAGCTTC CCTACTTTCCAAAGCATATT ATM_23_A03
GCTTTGGAAAGTAGGGTTTG GCTTCAGCAAACAGCTTTTG ATM_23_S01
GCTTTGGAAAGTAGGGTTTG ACTTCAGCAAACAGCTTTTG ATM_23_S03
GAGCTTTCAAGTATGC AAAAAGTGAAATAATTTTCTAATT ATM_23_A01
CGAAGGGAGATTCTTCC GCTGTTATCATATGCTTGCTATG ATM_23_S02
TTATGGGATATTCATAGCAAGC CTTTCAGTAACCTGGAAG ATM_23_A02
GGAGGTTTCTGAAATGTGT GAGAACCCTGAAACTTTGGAT ATM_24_S01
ATCAACGTCAGTAAAACAGAT AAAATCCCAACTGAACTCC ATM_24_A01
TTTAAGTCCCATAGTG GCCCTGTGTAAATCTGTGAAAGAG ATM_24_S02
TTTTTCACAAGGTGAGGTTCTA TAAATTTCATCCAAAGTT ATM_24_A02
GCTGTGGTTTTATCCT AGAAGCTTCCTTAGGTCACTGTGA ATM_24_S03
CTCAGAAAATCTAGCTTT CACAGGGCAAACAAAGCCTGTT ATM_24_A03
ACTTTCTCTAAAACCTGC GATTTCCTCATCTATGAGATGG ATM_25_A01
CTAGGTCCTACTCTAAATAAT GAAGACTTTATGGCATCTC ATM_25_S01
ATTCCAAAACCAGATAATC TAAATCATTTAAATGCTTGTT ATM_25_A02
ATTCAGTATCTTGAAG TCAATGTGTTAAGAAAAATGAAAA ATM_25_A03
TTGTATTCAGTATCTTGAA GTCAATGTGTTAAGAAAAATG ATM_25_A08
GAAATCCTCAATATTTGTGTAG ATATCCAAAAGTTTCAGA ATM_25_A09
CTTTTGGATATAGACG CAAATATTGAGGATTTCTATAGGT ATM_25_502
GATACTGAATACAACTTATCT GCAAGTCCCCTCACCAGCA ATM_25_S03
GGTATGTGTGTTGCTGGTGA AAGGAAAAGAAGATAAGTTG ATM_25_A04
GGTATGTCTGTTGCTGGTGA AAGGAAAAGAAGATAAGTTG ATM_25_A05
CACACACATGTGTATGG TATTTGTGTAGTTTAATAAAATA ATM_25_A06
TCCTGCTTCTCATACTAT GTATAAACTTACCTATAGAAAT ATM_25_A07
GATACTTTAATGCTGATGG CACATCTGGTGATTAGAAGTC ATM_26_S01
CACCTCATCAAAATGACTTC AAAACTGTTTTAATACCATC ATM_26_A01
AGAATCTTTGGAAAGC CTAAAAATAGAAAAATTTAAAATA ATM_26_A02
TATAAGGTTTTGATTC ATTCTTCCTTATTTTGCCTATGAG ATM_26_S02
CTGTCTCTGGTACCCTCATAGG CTAATCACCAGATGTGGA ATM_26_A05
CATAGACCTTGGTAGC CCTCTTGAATCTGATTAGCAATGG ATM_26_A03




TTCAAGAGGACTGGAAA GGTCTATGATATGCTTAAAAGTG ATM_26_S03
TTCAAGAGGACTGGAAA GGTCTATGATATACTTAAAAGTG ATM_26_S04
TTAAAACTTAAAGGTTAT TGCTGTGCCATCCCACTGTCTC ATM_26_A04
GGCACAGCAAAGAGAGACTG GTTTTAAGGCTATTTATTCG ATM_26_S05
CTAGAATTTGCTGGCTCATGTA TCAAGACAGCTCAAAAGGC ATM_27_A03
GAGCTGTCTTGACGTTCACAG GCAAATTCTAGTGCCAGTC ATM_27_S01
GGTCAGTGCTCTGACTGGCAC TATTTTATATCTGTGAACG ATM_27_A01
GAGATTGTGGTGGAGT CAAGTTTTTAAAGAAGTTTATTGG ATM_27_S02
GGTGTCAACCAATAAACTTC ACGTCATCAATAACTCCACC ATM_27_A02
GGTGTCAACCAATAAACTTC ACGTCATCAGTAACTCCACC ATM_27_A03
TAGGCAAATGTTGCTT TGAACTTCCAAAATGAAAATTTAG ATM_28_A01
TAGGCAAACGTTGCTT TGAACTTCCAAAATGAAAATTTAG ATM_28_A02
TGGAAGTTCACTGGTCTATGA GCCTATATCAGCAATTGTC ATM_28_S01
CTCATCATGTATACTTAC GAGCAGGATCCAAATCCCTAAC ATM_28_A03
CATCGCATGTGATTAA TCCTTCTTTTTTAGCTAAAAAAAC ATM_28_502
TTTGTTTACTTTTCCTC TAACTTGGTTTTATGACAATTGC ATM_28_A04
GCTTCTTATAAACATTAT TACACTTTATATTTTTTCTTCA ATM_29_A01
TGTAGCCGAGTATCTA GAATTCTTAAAATATATCACCTGT ATM_29_S01
AATAAACTAACAAACAGGTG GTAAAAACTTGTTTAATTAG ATM_29_A05
ACTTTTTATATCTTTC ATCCTAGAAAATAAACAGATTTAG ATM_29_A02
CTAGGATTCCTATCAG AAAAAGTGGCTTAGGAGGAGCTTG ATM_29_S02
AAATAACGTCTCGAAGAAC CTGCTTGCTCACATATGGCAA ATM_29_A06
TGTGAGCAAGCAGCTG CTTCGAGACGTTATTTATACTTTG ATM_29_S03
ATTTACCTTTGGTTGATATAGTG CTGTGCTTCTTATAAAC ATM_29_A07
AGACTGCTTATATATTGG TAAACTAACAAACAGGTGATAT ATM_29_A03
GTTTATTACTGAAAGA GCAGTCTTTCTATCCTGTTCTTCC ATM_29_S04
GTCTTTGTCTCAAAAC ACGTCTCGAAGAACAAAGGCCCAA ATM_29_A04
TTCAGAGTAATTTTCCA GCCAGACAGCCGTGACTTACTGT ATM_30_S01
AGCATCCTTACAGTAAGT CAACCAGTAAGTTCTGGAAAAT ATM_30_A01
GGATGTGTCATTACGTAGCTTC GTATGAGCAGGTGGAGGT ATM_30_S02
CCTGTTTCTGAACCTC CACAACAAAGGGAGAAGCTACGTA ATM_30_A02
GGATGCTCTAGAAAACC GTATTGTTAGAAGGATTTGAGTG ATM_30_S03
CATAAAACACTCAAATCCTTC CATGAAGATGGTTTTCTAG ATM_30_A04
AATCACCAATTATACC ACAAGGGGTATAAGTGTACCAACA ATM_30_AO03




AATCACCAATTATACC ACAAGAGGTATAAGTGTACCAACA ATM_30_A04
TTGTTATCTATCACTAAG CCTAGATCAGATTAAATG ATM_31_AO05
TTAATCGTGATATAGAGGT AAACTTACTGTAATAAATGAT ATM_31_A01
GTTTTGTTGGCTTACT CGATTAAGCTTTTAGATCCTTTTC ATM_31_S01
GTATTTGATTTTTTGC CAAGTCCAATACCTAAATATAATT ATM_31_A02
GGACTTGTTGAAATACTTAGTG CAGTAGAGGACCCTTTTC ATM_31_S02
TAGAGCATTACAGATTT CGCAAATCCTTAAAAACAACATG ATM_31_A03
GGATTTGCGTATTACTCAGC GCTCTAGCAGTAAAAAATGG ATM_31_S03
TGTGCCTGGCCTACGTAT TTTTATTACCTCCAAGAGTGAA ATM_31_A04
TCACAGGCTTAACCAA CGAAGACAACTGGAACTACATAAA ATM_32_S01
CATCTGATCTTTATGTAG TGCTTTTAACACGTATTGGTTA ATM_32_A01
ATTAGCACCCTGAGAAGCTC TGGTTAATTTCCTAAAAGAG ATM_32_A02
GTGTTTATGATGCACTTC GGGCTATTTCTACCTGTTTCTT ATM_32_S02
AAACCAAGAGCAAGACTTTGC TCTTCGAAGATCCTTTAGT ATM_32_A03
AACAAATTGACAACTAGTTTC CTGACTAGAAAACTTCTATAAA ATM_33_A04
CCAGTGTGGTTTATTGC CTTTTGTTTATAATTGCATATAT ATM_33_A01
GTGTTGTCTTCATGCT GGTGAAAAAGAAGTTCTAGGTAAA ATM_33_S03
TGACTGAAATGTCACG GGATTATCTAGAAATAATTTTTTA ATM_33_A02
CAGTTATCCAAGATGGC TACTGTATGTTTTCTGTTGCCTG ATM_33_S04
CCTTGGTATAAGATGCATC GAGATCATACATAAAACTGAA ATM_33_A03
GATCTCTTACCTATGACTC CCAAGGCCCTTAAGTTATTTG ATM_34_S01
ACCAATCTTCTACCAGTG GAGAAATCTATAGGACCCACTT ATM_34_A01
TTCTCTACCATAGCTA GATTGGTGAGTATTTATTGATACC ATM_34_502
AAAGCTTTAGTTACTGAG AGCATTATGAAGGTCCACTGAA ATM_34_A02
GCTGACCTACCTGAAT GCTTTGTCCTTTTTTAAATCTCAG ATM_34_S03
CAGAAACTATGTCCAGT TGTTAACCTCCACTGAAAAAATT ATM_35_A01
TAACTGGTGTACTTGATAGGC AACAGATCCAATGCTGGCC ATM_35_S01
CCTTTTTTCTTGATGTTC GATCGAACTTTGACACTGAAAA ATM_35_A02
GCCACAAAGACTGGAC CCCAGCATATCTAAAACAGTTCTG ATM_35_S02
ATTTAACAGTCATGACCCACAG GTCATCTTATAAATCTCC ATM_35_A03
GTGTAGGAAAGGTACA GTGGATTCCTCTAAGTGAAAATCA ATM_36_S01
TTATCCAAATGTCATG AAATAAGAGAAGTGGAAATCATTG ATM_36_A01
TTATCCAAATGTCATG AAATAAGAGAAGTGGAAATCACTG ATM_36_A02
ATTGGCTTTAATAATT CCTTCAAAAGGGTTTTCTTTGTCA ATM_36_A03




TTTTGAAGGCCTGGATGAT GCCAATGTGTGAAGTAAGAAG ATM_36_S02
GTGCTTTTTTGGACAGTGG GATACTGCACATCATCTTCAC ATM_36_S03
GGGTGATATTATGTGAAG TCACATTTTGTGCCTCCACTGT ATM_36_A04
AGAAAGCAGATTTCTC GAGTAAAAATGAGTAAAATTAATA ATM_37_A01
TTTACTCAAACTATTG GCTTTCTACACATGTTCAGGGATT ATM_37_S01
GTTTGCGAGAAGTGTCG AAAAGTCAGTTTTCACCTAGAAT ATM_37_A02
CTTTGCGAGAAGTGTCG AAAAGTCAGTTTTCACCTAGAAT ATM_37_A06
CCATACTTGATTCATG ACCCCTGCAAACTTGGATTCAGGT ATM_37_S02
TCACCAGCTGTCTTCGAC GATGGAATCCCACTAAAAGCAC ATM_37_S03
AATTTAGAGGTTATAGA TTGCAGGGGTTGTGGATCGGCTC ATM_37_A03
AATTTAGAGGTTACAGA TTGCAGGGGTTGTGGATCGGCTC ATM_37_A04
ATCTCCATTCCATAGATGAAG AATAGAATACCTGAATCCA ATM_37_A05
TGTCTTCTCATGTAGTC ACACACCTTCTTCCTTCTTGTTT ATM_38_A01
GCAAGAATGCCTGGGACT GAGGTAATGTAATGAGTGTTGC ATM_38_S501
AGTTAACAAGTTACAC GGAAAAAGTGCTCTGACTCTGACA ATM_38_A02
AGAACAATGCTTGCTGTTG GGTGAAGGTGTTGCAAAGTGT ATM_38_502
AATTTAAATCCAGCCAG CAATGGTAGTGACTGCTTAACAG ATM_39_A01
CAACATGCTTTTATTTTG GCCAAGGTAGCTCAGTCTTGTG ATM_39_S01
CTGCATAGATTTCTGC TAAAGAAAAATGAGATATAATGTC ATM_39_A02
CTTTAGACCTTCTTCAG GCAGATAAGAAAAGTATGGATGA ATM_39_S02
TTACTATATACCCTTATTG GTAAAGTGAGCAGCACAAGAC ATM_39_A03
TTACTCTATGCAGAAATC TTTATTTTGCCTCCTGTTCCCC ATM_39_S03
GTATTCAGGAGCTTCCA GAAACTGGAATAAGTTTACAGGT ATM_40_S01
GCCTCTAATATTTACCTGT AATGAGAACATACTATTTGGA ATM_40_A01
AAAGTATGAGATAAATAC GCAAGACTTCTGTTTGTCACAA ATM_40_A02
GAAGCCAGAATACAACT GTTATAGACACTGTACAGATGCC ATM_40_502
GAAGCCAGAGTACAACT GTTATAGACACTGTACAGATGCC ATM_40_S03

TCTGGCTCCCCTATACTTCTG

GTAACTCCCAACTCTAAATGT

ATM_41-42_A08

GGGAGTTACATATTGGTAATGA GCCAGATAGTTTGTATGG ATM_41-42_S01
TCCCTCCACCACAGCCATAC TTTTAAATTGTATCATTACC ATM_41-42_A01
TCCCTCTACCACAGCCATAC TTTTAAATTGTATCATTACC ATM_41-42_A02
TCCCTCCACCACAGCCATAC TTTTAAATTGTATCATTACC ATM_41-42_A07
CATAACTCCTTCATAAAC ATTTCTAAGAGAAGATCCTGAA ATM_41-42_A03

CTACAGAAGTATAGGGG

GTGTGTGTAAAACCCAAAGCTAT

ATM_41-42_S02




CTAGGGCTTTGCCCCACAT

AAAATGCAATTTACCTAGTAA

ATM_41-42_A04

CGGTATAGTAATTCTGT TGACCTCGAAACAGCAATCCCCT ATM_41-42_S03
AGCACTACACTAGTGATG TCGTGTTCATATGTTCGTAGTC ATM_41-42_A05
CACGAAGCAATGTGGGGC GTGCTGAGGTTATTTCAGTATG ATM_41-42_S04
TCCCTGAATGTTTAGC TTACCAAATCTGGGAAAAAATGTA ATM_41-42_A06
GGACACCAGTCTTTAT AACAGAAAACCAGAGAAAAAAACA ATM_43_A01
GGACACCAGTCTTTAT AACAGAAAACCAGACAAAAAAACA ATM_43_A02
GATTACTTAACTTAAAA GAACTTCATTACCAAGCAGCATG ATM_43_S01
TCAAATTTCTTACCTG GGAAAGAATATGGCAGAGTCCCAA ATM_43_A03
GTGTCCTGAACTAGAA CAACAACTGTTTTTCTCTTCTATG ATM_43_S02
ATATATATAAAACAACTCCTG TATTCCTCCATGCTGCTTG ATM_43_A04
ATATATATATAACAACTCCTG TATTCCTCCATGCTGCTTG ATM_43_A05
ATATATATAAAACAACACCTG TATTCCTCCATGCTGCTTG ATM_43_A06
ATATATATAACAACTCCTG TATTCCTCCATGCTGCTTG ATM_43_A07
ATATATATAAAACAACTACTG TATTCCTCCATGCTGCTTG ATM_43_A08
CTTAGAGATTGTAGAG GCTTCACCAAAGGACAAAATTTTT ATM_44_A01
GGTGAAGCTATTTATAC CTCTAAGAGACAGAGAATTCTCT ATM_44_501
ACATTAAATGTTAAAAT CTGGTTCCTTCTACTTCTTTGCT ATM_44_A02
GAACCAGTTACCATGAATCATT GTCATGGCTTCTTTTCTG ATM_44_S02
ACATCTGATCACAGCCACCAAG TACCTGGCATATTTGAGA ATM_44_A03
AAGTGTGGGATAGAGC TGTTTAAATTTGTTGTTAAAGAGT ATM_45_A01
ATTTCCCTGAAAACCTC GGTTGCAGGCCATTGGAGAGCTG ATM_45_S01
AGCTGCACTTTAGGATAACA CGCTTACACATCTCTTCCAC ATM_45_A02
GTGTAAGCGCAGCCTTGAGTC GTGCAGCTTTTCTGTTACC ATM_45_502
TTCTGCCACTTAATAT TTACGATATAATATTATAATAATA ATM_46_A01
TATCGTAAGTTCCAGAAC GCAGAAACACTCCCAGCTTCTC ATM_46_5S01
TGTGCGTAGAGCCATGATAGG TTCATGTAAGCAAGAGAA ATM_46_A05
ATGTCGTGGCATTCAGAT GTCATTTTGGAGATCCTGATGG ATM_46_S02
ATTTCCTTTTCCATCAGG TCTATGTGTGACTGATCTGAAT ATM_46_A02
CAGTGATTTTAGTTTTCAGG CTCTCTATACTGGCCAGAAC ATM_46_S03
TGTTCTTGAAAGTTCTG CATGATAGGCTCCTGAAAACTAA ATM_46_A03
TCAGGCTTTCTGTTTTT GAGAATGTCCTTAATACATTCTC ATM_46_A04
CATTCTCACCAAACACCT GCCTGAGGGAAAAAGAAATGTC ATM_46_S04
TAACTGAATTGTACTGTT ACTACCATTCATTGAGGACTTA ATM_47_A01




TGGTAGTTGCTGCTTT ATTCAGTTAGCTGTGGAGTCTCTG ATM_47_S01
AGGGCAAGACTCTGCT GAAAATGACATATGGGAATAAATA ATM_47_A02
AGGGCAAAACTCTGCT GAAAATGACATATGGGAATAAATA ATM_47_A05
TGTCATTTTCATTTCAGCTCCC CCCTGAGTATTCTCAAGC ATM_47_S02
TAACAGTAAAACACTAATC CTTCTTCCAGCTGCCACTCAG ATM_47_A03
CTGGGCAAAAAAGGAGCAG CACAAATGTACTTTAAAATAT ATM_47_S03
TCTTGTTAATAAATTAC CACAGCTGGCATCCAACTTCTTG ATM_47_A04
GCTGTGCAGCGGTTTGT ACAAGATATTGTAAAACTAGTCT ATM_47_S04
TGACCGCAGGATTTTCTAAGC CATGACTGTACCCAACTGC ATM_48_A01
CAGTCATGGTAATGCATTA CCTGCGGTCATCATGCAGACC ATM_48_S01
TGTCTGAGGGTTTGTGG TGCTTCATCTTTTCATCAAGATC ATM_48_S02
TGTCTGAGGGTTTGTGG CGCTTCATCTTTTCATCAAGATC ATM_48_S03
GAAATATATTGATCTTG TTCTGCTAACCAGTTGCCACAAA ATM_48_A02
CTTATATACATATAAAAGCTAGC CTTTCTCCATCATAATTTC ATM_49_A05
GAGTGATTCTTTAGATG GAAGGCATTTCTCTCATTAGCCC ATM_49_S01
ATCTGAAAACCGGGCTAATGAG AAATACTAAATACATCTA ATM_49_A01
ATTTCATGTAGTTTTCA TGCCTTCAAGAAAACACAACCAA ATM_49_A02
GATGAGCTAAGAAATGGAAA CCAAAGAGGAAGTAGGTCTC ATM_49_S02
TTTTATGTTCCCTAAGGAGACC GAAATGCCTTCATTTTTC ATM_49_A03
GGAATTTGAAAACAAGC ACTGAGTGAGTGTTTTTGCATAG ATM_49_S03
CCAAGTCACTCTTTCTATGC TCTTTTCAGGAGAGCTTGCT ATM_49_A04
GATCCTCTTTCAGTGC ATCACACATGATATACAACATTTA ATM_50_A01
CATGGCTTTTGTGTTT GCAGTTGAAAATTATATCAACTGC ATM_50_S01
AGAATTTTCAAGCCAGAG GCAGGGCTAATTCATCCAACTC ATM_50_A02
AGAGGATCGTAAACGCTTCT GTCAATGGCATGATGAAGGC ATM_50_502
GTTTTTCAAGCACAGGG CTCCACTTAATAAGCAGTTGATA ATM_50_A03
CATGATATGTGGGTATTCCG AAGCCCCTTGATGTCAGGAA ATM_50_S03
CTAATAGAGGAGCACTGTC TTTTTGCCTCTTATGTACCAA ATM_51_S01
ATCATCTTGGTCCCCAT TATTCTCACATCTAAGCAAGTAA ATM_51_A01
GTGAGAATATTTGAAATACC GATGATGGGAGGCCTAGGAT ATM_51_S02
GTATATATACTTTATATAA CTAGCAGCCAATTGGTACATA ATM_51_A02
GTATATATACTTTACATAA CTAGCAGCCAATTGGTACATA ATM_51_A03
GCTGCTAGAATGGGGAC GTATATATACCATTCCCTCTAAG ATM_51_S03

CCCACTGCAGTATCTAGACAGT

ATCACCCCCATCACACTT

ATM_52_S01




TTTGCATTTGCTAAGGC TTTTCATTTTGCTTAACATTAAA ATM_52_A04
CTCTAGAATTTCAATGG CCTAAACAAAGCTCTCAGCTTGA ATM_52_S02
AAGGTACGTATGTTTAATCCA CAGTATAATAAACAAAGTG ATM_52_A02
AAGGTACGTATGTTTAATACA CAGTATAATAAACAAAGTG ATM_52_A03
ATGCAAACAGAGATGAA GTGTGATATTCAGTCTTTCCTAG ATM_52_S03
CTTGAACCGATTTTAG CTTTGTTTAGGCACATTTTTAGTT ATM_52_A05
TCTGATAGTACATATTA AATTTATGCACAAATCTAGACAA ATM_53_A01
CTCTGAGAAGTTTAAATG GTGTTGAGGCACTTTGTGATGC ATM_53_S01
ATACTTCTCTGAGTCTTCC GCCTCTGTTCGATCCTATTAA ATM_53_A02
CTATCAGAAGTAGGAGAC CGTTACTTTCTTGCTGTGTTAC ATM_53_S02
ATATCTCTACAGAGAGTAACAC TTCTGACCATCTGAGGTC ATM_53_A03
CTTAGATGCCACTCAGTGGA CACAAACGTAATCCAAAAGC ATM_53_S03
CTGCTGACTATTCCTGCTTGA GTTGTTGTCCCTACTATGG ATM_54_S01
CAAGAGTTAATTGCAAATTA GTGACAAACTGAGGAACAGC ATM_54_A01
CTATTTCAAATGGTTCAATC GTCTGCTGGAATATTTATGC ATM_54_A02
AGACCAGCCAATTACTA GAAATAGTATTTTTATGTAGGTC ATM_54_502
CTTAACCACTATCACATCG GACCACACAGGAGAATATGGA ATM_55_S501
TGCTAAGCGAAATTCTGC AAATACATTATAAATGGCAATT ATM_55_A01
GACCTATTATCAATCATGTT GATTGTGTAGGTTCCGATGG ATM_55_S02
GTCTCCTCTCCTTGCC CCACCTAATAAAAGTATAAACATG ATM_55_A02
CAGTCATTTAAAGCAG GCCCTTAGAGTTTTAGTGATGAAA ATM_55_S03
ATTTTCATCACTAAAACTC GAAATTCTGCTTTAAATGAC ATM_55_A04
ACAAAATCCCAAATAAAGC CACAATCTATTATTTTTGGTA ATM_55_A03
ACAAAATCCCAAATAACGC CACAATCTATTATTTTTGGTA ATM_55_A04
TCTCAGATGACTCTGTG ACATTACTGCAGAGAAACACGGA ATM_56_501
CTCTTCCTAGTTTCCGTGTTTC TTTATTATAAAAACACAG ATM_56_A02
GTACAGATAGTTAATTTCC GAATAAACAAGTACAGTTTAT ATM_56_A04
CATGCAACAGGTCTTCC AAAAGATGCCATTTGGTTGGGTG ATM_56_S02
GAGCCACTTCACCCAACCAA TATTACACATCTGGAAGACC ATM_56_A03
CTGACTCTGATAGCTGAATG TGTCCCCATTGGTGAATTTC ATM_57_S01
GGCCTGTATCTTTTATGAGC CCTTTTAATTTTAAAAGGCC ATM_57_A01
TCTCAGCGAAGTGGTGTTCTTG ATGATGGTGAGTGACACC ATM_57_S02
GTTAACAATGAAGATGGTGC AAAGCTGACAGCTGTCAGAT ATM_57_S03
ATTACCTGATGAAATTAA ACTGAAAGGCACTGAAATCATT ATM_57_A02




ATTACCTGATGAAATTAA ACTGAAAGGCGCTGAAATCATT ATM_57_A03
GCCCCTATATCTGTCATA GAAGTCTTCATGGATGTTTGCC ATM_58_S01
AAGAATTTTTCCATGC ATTTTTCAATATTGTGTTCAATTA ATM_58_A01
CCAATCGCTTCTCAAACCA CCTCCTTTAAATAGAGAATAT ATM_58_A02
GGTGCAAAAAAAGTCTTTTG GCTTATACGCGCAGTGTAGC ATM_58_502
AGTCTTCATGGATGTTTGC GGTAATCTTCTTGTACATAT ATM_58_S04
TCAACCAGTTTTCCGTT GATTGAGCACTTTGTTGTTTGGC ATM_58_S03
GGTTACTAACCACATCATCACT GAAGAAGTAGCTACACTG ATM_58_A03
TAATAATGAAGATGGGTT ATGTACAAGAAGATTACCAATA ATM_58_A04
ATGTCTATCACCAAGTC TCTTTAAGTAGTTTAGGATTTTT ATM_59_A01
GTCAGTGGTCTTAATTG ATCTTGATAAATGAGCAGTCAGC ATM_59_S01
TGATGACCAAATATTTAC TATGTAACCAACTGGAGAAAAA ATM_59_A02
ACATACTTGGACTTGG GTCATCATGGAATGTTGTTTGCCT ATM_59_S02
CAACACCCGTAATGCCCATGC TTGACAGCTAATTTACTTT ATM_60_A01
AGCTGTCAAACCTCCTAACTT CGGGTGTTGAAGGTGTCTT ATM_60_5S01
CTCCTGAGACAGTTCCT ATTACATGGGCTGGGCATGGTTC ATM_60_502
TTGAGCAGCTGGGATTACAGGT CATCCACAATATCTCTGG ATM_60_A02
TTGAGTAGCTGGGATTACAGGT CATCCACAATATCTCTGG ATM_60_AO03
GAGAGTATACAGATAAAG ACCATTGTAGAGGTAAAGTATT ATM_61_S01
GAGAGTATACAAATAAAG ACCATTGTAGAGGTAAAGTATT ATM_61_S02
GTAAGAAAAAAAATAAAG CGGATTTTGTTACACACCAATG ATM_61_A01
CTAGATGCTGTGAGAAAAC CAGGAAGTCACTGATGTGAAG ATM_61_S03
TGATACTGGTTCTACTGTTTC GTATTTACAGCAGAGGCCG ATM_62-63_501
CAGAGTAGGGTGAAGC AAAAGAACAATGTACATTTTAATC ATM_62-63_A01
GGACCATGAATCCTTTGAA GTCCTGTTGTCAGTTTTTCAG ATM_62-63_502
GGTGAACAGTTTAAAGG TCAGTTTCATCTTCCGGCCTCTG ATM_62-63_A02
TCTCAGGTGAGCAGTA GTTTCAACAAAGTAGCTGAACGTG ATM_62-63_S03
CTCATTAAGACACGTTCAGC GGACCTTCTTAAAATACTGC ATM_62-63_A03
GTCCTTAGTGATATTGACCAGA CAGGCCATAGACCCCAAA ATM_62-63_S04
CGGCTGAGATTTTTGGGG TTTGTTGAAACTCTGGTCAATA ATM_62-63_A04
TATAATTTCTAAAGGC GTCCACCAACACTGAGCACAGTGC ATM_62-63_A05
TACAATTTCTAAAGGC GTCCACCAACACTGAGCACAGTGC ATM_62-63_A06
GAATTTGCTCATACAG AGCCTTTATTTTTAACCTGCCAAC ATM_62-63_S05




