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TTTCTTTTCTTTTGCTGTTG GGCTCAGCAGTCTCATGGCA CHEK2_02_A01
ITTTTTTTCTTTTGCTGTTG GGCTCAGCAGTCTCATGGCA CHEK2_02_A02
GAACAGGCACTGCTGCC AATGATGGGCCTATTACAACAGC CHEK2_02_S01
TCTTTTTGAGGTCGTG CATATCCAGCTCCTCTACCAGCAC CHEK2_02_A03
TGGAGTTTGGCATCGTGCTGGT CCGACTCCCGAGACATCA CHEK2_02_S02
GAATAGAGTTCCTGAGTG GCCTTGGGACTGGGTAACGCTG CHEK2_02_S03
CCCAAGGCTCCTCCTCA ACTCTATTCTATTCCTGAGGACC CHEK2_02_A04
TGAAGGGCCCATAATCGAGCC GCTGGAGTGAGAGGACTGG CHEK2_02_504
CTCCAGCTCTGGGACACTG GGCCCTTCAGGATGGATTTGC CHEK2_02_A05
AAGAACCTGAGGACCAAG CACTTACAGAAAGTTGTATTAC CHEK2_02_A06
TCCACCTGGTAATACAACT GGCTCCTCAGGTTCTTGGTCC CHEK2_02_S05
TCCACCTGGTAATACAACT GGCTCCTGAAGTTCTTGGTCC CHEK2_02_S06
CAATTAGCATTTATGAGC ATTGCTTTGATGAACCACTGCT CHEK2_03_A01
GTGTTTCTTGCTGTATGTTCG CAGAGGGCTGTTGAATTTC CHEK2_03_S01
AATTACCAGCTCTCCTAGATA GTCCCTCCCAAACCAGTAG CHEK2_03_502
GGGAGGGACAAAAGCTGTGA GCTGGTAATTTGGTCATTGT CHEK2_03_A02
TTTTCCCACTATAAATCTCTGC GCTTGTAGGGAAAGGAAA CHEK2_04_A01
TTCAAAGGACGGCGTTTTCC CAGACTTTGAATAGCAGAGA CHEK2_04_5S01
TTCAAAGGACGGCATTTTCC CAGACTTTGAATAGCAGAGA CHEK2_04_502
GCTTAGTGACAGTGCAA GGACCCACTTCCTAAAATAGAGA CHEK2_04_S03
AGAAGATCACAGTGGC CTTATGGTTACTGGAATTTTTTTT CHEK2_04_A02
CTCCTATGAGAGAGTGG AGCTCTGTATTTACAAAGGTTCC CHEK2_04_S04
TCCTTTGAATAACAATT AGAATATGGTTTAAGTGAGTAAA CHEK2_04_A03
CTTCCAAGAGTTTTTGACATG TCACAAGAGGCGATCACTG CHEK2_05_501
TTGTGAATAAATTAATG CTCTTGGAAGGTAAATTATTTTC CHEK2_05_A01
GTCTTTTTTGATCTGACTGT CATTTGTGATTGGTGGTTTC CHEK2_05_A02
CAGAAATGAGAAACCAC GACTGATCATCTACAGTCAGATC CHEK2_05_502
GAATGTCTGTAAATTC TTCGAGAGGAAAACATGTAAGAAA CHEK2_06_A01

CTTCCTTTTGCTGATGA

ATGAGACCTACCACTCCTGGGTC

CHEK2_06_S01




CTTCCTTTTGCTGATGA

ATGAGCCCTACCACTCCTGGGTC

CHEK2_06_S02

TAGTGGTGCCTGTGGAGAGGTA

GATCACCTTTTATTAACA

CHEK2_06_A02

GGGAAGTTATGAAGAC TCCTCTCGAAAGCCAGCTTTACCT CHEK2_06_S03
GGGTTTGGAACTCAGG GAAACAGAAATAGAAATTTTGAAA CHEK2_07_A01
CATGATTTAGCTTTTTC ACTCAGTTGACTCAAGGCTGCCT CHEK2_07_S01
TTTATCAAAGGACCCAGC CCTTTCAGTATAATAAAGATAA CHEK2_07_A02
ACCTGGCCAATATTATCTT GTTTCAACATTGAGAGCTGGG CHEK2_07_S02
CTGATTGAACTTCCAAGCCTC CCCCCTCTTCTTAGCCTTG CHEK2_08_A01
GGCAGGGGGCCAGATGCCT CATCAAGATTAAAAACTTTTT CHEK2_08_A02
TTGGCCTCCCTGTCCCT TGATGCAGAAGATTATTATATTG CHEK2_08_A03
AGATGTTCTAAGCTCTTG TTTGGAATTGTAAGTAGTAAAC CHEK2_08_A04
TTTTCCTCTTGGGAGTTTCT TTTTAAAAATTTCTGTTTCC CHEK2_08_A05
GCATTTGAATGGAAACAG GGGAAAGTAGTGAGAAACTCCC CHEK2_08_S01
GTCCAAGTGCGTTTTCCCC TTTACCAGATGCTCTTGGCTG CHEK2_09_A01
TTACCTGCACAGCCAAG GGGTTCATTCCTGGGGGAAAACG CHEK2_09_501
CAACTAAAAGAAAGGCAGC AGCTCTCCCCCTTCCATCCTG CHEK2_09_502
AAGTGGTGGGGAATAAAC CCCTGAATTAGGCAGAAATCGA CHEK2_09_A02
TTGTGTGTATCACGGCTTA AACGGTATTATACACCGTGAC CHEK2_10_A01
TGACAGTAAAACATTCTCTGG CACACATCTCACAGCTGGG CHEK2_10_S01
GAATCTACAGGAATAGCCACA ACACAGAAAGGCAGGCATG CHEK2_10_S02
TGTGTAGTACCTTCAT CTGTAGATTCTTGTTCAGAAACTT CHEK2_10_A02
TCTAGCCTACGTGTCTTCTT CCTCTCTCATGAGAACCTTA CHEK2_11_A01
CAGTCCCAACAGAAACAAG GAATAATGTTGAACTTGCCAT CHEK2_11_5S01
TAGATTACTGATTTTGGGCAC GGACTGCTGGAGTTTAGGA CHEK2_11_A02
TAGATTACTGATTTTGGGTAC GGACTGCTGGAGTTTAGGA CHEK2_11_A03
CTCCTACCAGTCTGTGCA TAGGTGGGGGTTCCACATAAGG CHEK2_11_502
CACCTACTTGGCGCCTGAAG GGAGGTGATTAGATGAAGTC CHEK2_11_A04
CACCTACTTGGCGCCTGAAG GGAGGTGATTAGATGAAGTA CHEK2_11_A05
AAGGCATTGTGCCCAGCCTAGC CTCTCTACCAATATTAAG CHEK2_12_A01
CTTTATATCTGAATGCC TCACCAGTGGAAAATACAACTTC CHEK2_12_A02
TCTGCCCAGACTTCAG GAAAAGAAATCAAGTGGCATTCTC CHEK2_12_501
CCTTTCTCTGAGCATAGG TGGTATGCTAAAATGTGTATGT CHEK2_12_A03
TCCCACCACAGCACATACACA GTGACACTTGAGTCCTATG CHEK2_12_502
CTGAATGGTGGCCTGTTAAT CGTTTTACGACAGAAGAAGC CHEK2_13_A01




GTGTCTTAAGGCTTCTTC

GAGTATGCCAGAATTAACAGGC

CHEK2_13_S01

TTGCCCAATTGTTGCTTTAGC CATAAAATACATGGGAAGC CHEK2_13_A02
GTCTCATGTCTCTCAG ACCAACAACTTCTTGACAAGGTCC CHEK2_13_S02
CAGGGGCATGCTAGCCCTGTC CCACAGCTCTACCCCAGGT CHEK2_14_A01
CTGGGCTAGAACCTGGGG ACTCCTAGAATGACAGGGCTAG CHEK2_14_S01
GCTTATCAGCTCCTTAAG GTCTTCATCCTGTGAGGGAATT CHEK2_14_S02
ACATGAAGAGAAAGTT AAGCAAAGATGATGAAATTCAAGA CHEK2_14_A02
CTGGAAGCATATTGAGGAAC GCCGAGACCACAAAGCGCCC CHEK2_15_A01
CTGGAAGCATATTGAGGAAC GCCGAGACCGCAAAGCGCCC CHEK2_15_A02
ACAACACAGCAGCACA ATCACTGGCTTCTTTAAGATTATC CHEK2_15_S01
GAAAAGAAAGATGACAGAGT GCTTTCGACTAGTAGAAGGC CHEK2_15_S02
AAAGCGGCCCCGTGAAGGGG TTTTCTTTGAGTCTGTTTTT CHEK2_15_A03




