
BRIP1 

ext_probe_sequence lig_probe_sequence MIP_Name 

TTATAAAGCTTACCCGTCACAG GTAAATGGAGAATATTTT BRIP1_02_A01 

GAAATAAACAGGAAAGC GCAGTTAAGTTTTTATTAAGATA BRIP1_02_A02 

TTTCCAGATTTCTCCC GTGGTCTGAATATACAATTGGTGG BRIP1_02_A03 

TTTCCAGATTTCTCTC GTGGTCTGAATATACAATTGGTGG BRIP1_02_A03_SNP 

GGGTCATAAGTATCTAT CAGACCACATTGAAGACATAGTG BRIP1_02_S01 

GTAAATCTTCACCCCACCA CCAGAGAACCAAAACTAAGGG BRIP1_02_S02 

GTAAATCTTCACCCCACCA CCAGAGAACCAAAACTAAGAG BRIP1_02_S02_SNP 

GAGTCCCACAGGAAGTGGAA TATTCTTTATCCAGACTGGT BRIP1_03_A01 

AGATGGAGAGAGACCTTT GCTTAGCCTTACTTTGTTCTGC BRIP1_03_A02 

CAGATCCCAGTAAGTAACCT GCTTGCTGTTTAATCCTCTG BRIP1_03_S01 

GGGACTCTCCAACAAA ACAGCAAGGAAAAGTGAGATTGCA BRIP1_03_S02 

CAAAGGATTTTACAAAC CAGTTGATATCTGTAATAAGAGT BRIP1_04_A01 

TTCATTTTTAGGGAAACCAGC ACTATCCAAGCACACCACC BRIP1_04_A02 

CAATCCTGGGTGAACTGGGC GTCATGTTGTTGTGCATGCC BRIP1_04_A03 

AGGGCTTATAACAGTAATAA GACGTGAAGTTCCTTGGTTC BRIP1_04_S01 

TGAAGTGCCATTTCTTT GCTTTTTCACTTACGCCCTCATC BRIP1_04_S02 

CCTTTGAATGGCATGCAC CATTCTCTACAGCCCAGTTCAC BRIP1_04_S03 

CTGCTAAGAAACAGGCATCC TACAGCTGAACATGGTAGTC BRIP1_05_A01 

CTGCTAAGAAACAGACATCC TACAGCTGAACATGGTAGTC BRIP1_05_A01_SNP 

ATTACTTATATAAGACTCCCC CTACACAGCAGGTAAACAG BRIP1_05_A02 

CTTCTAGAAAAATTGC GAGATGAAAATGATGATTTTCAAG BRIP1_05_A03 

GCTGTAACTAACTGGGTTATTT GCAGATAACTTTGCAGCC BRIP1_05_S01 

CATCTCTGTATATGGATG GAAGAAAACTGGAACCAGGATG BRIP1_05_S02 

ATTTGGATGCAAAAGT GGAATTTTCTAAACCAATTTTTGA BRIP1_06_A01 

TTTGGTTCTGTGTTTAC TCGCCACAGAAAGTATGTATTAA BRIP1_06_A02 

TTATTGCCTGTTAGAAATAGTC ATTAGAAAACGTCATTGC BRIP1_06_A03 

TTATTGCCTGTTAGAAATAGTC ATTAGAAAATGTCATTGC BRIP1_06_A03_SNP 

TCCATATCTTCCTTCTT ATTGTGTACTTCTGTTCCAAAGC BRIP1_06_S01 

AGTCTTTCCTGAATCAACTT CTCAAAGGCCAAAACAGCTC BRIP1_06_S02 



TACTTGTGTCCATCCTGAGGT CTCAGTATGTGTTTTATAT BRIP1_07_A01 

TACTTGTGTTCATCCTGAGGT CTCAGTATGTGTTTTATAT BRIP1_07_A01_SNP 

AGCAGATTGCTCAGATT GAAGTGCATGGAATTGCTAGATG BRIP1_07_A02 

CAAGGAAACAGTCAAGAGTC CGGCATATTCAGGGGTTCCA BRIP1_07_A03 

GGTTTGATAACGTTTT ATACCATTAAGAAGGATCATACAG BRIP1_07_A04 

GCCTTATTTTTTCTCT GAAAGAATAGTCATTGGAACCCCT BRIP1_07_S01 

GTTGAAGTTACCGACT GCGTGTCCCAAAATATATTTTGGG BRIP1_07_S02 

GTCCTCCGGAGCTCTC CCTTGTTTAGTAGAACAACAGCAC BRIP1_07_S03 

GTCCTCCAGAGCTCTC CCTTGTTTAGTAGAACAACAGCAC BRIP1_07_S03_SNP 

TGGTATTCGATGACTC CAAACCTCACATGGAATCAGAACC BRIP1_07_S04 

GTCCATATTACACAGCCC CTCATGGAGATGTAAATGTTGA BRIP1_08_A01 

TTACAGACTTTCCAAGG GTCCCTACAACTATCTTCTAGAT BRIP1_08_A02 

TATGCTAATATTGGTTC GCCTGGGATATAGAAGAACTTGT BRIP1_08_A03 

CAGTAAAATCTTAGCC GCTATTTTTATCATGGAGTTCATA BRIP1_08_A04 

TCCATGAGTAGGAAGAAGGT ATGGACAGGCCTTTAGTTTC BRIP1_08_S01 

GTAGGGACAAAATATGA GTCTGTAATGTGTGCTGATCACT BRIP1_08_S02 

TTCCCCAGGCTGACAAGTTC GCATAACTGAAATGTGAACC BRIP1_08_S03 

ATAAAAATAGCAGGATTTTCC TTACTGGCTACGCCACCAC BRIP1_08_S04 

AGATAGTATGGTCAAC TGTTTGATTATGCCAGAGTATTTA BRIP1_09_A01 

AAGCTCATAACATCGAGGAC CCTACGAGCTGTGTGCTGTA BRIP1_09_A02 

GTTAAATCTATTTTGC GCAAGTTACAGTGTAACAGAAGTT BRIP1_09_A03 

ATAAAGGCAGCACAAATA GCAAACCGAAGCTGAACTTCTG BRIP1_09_S01 

CATGATCTTTCTTCCT CATCTAAAATGACAACCTGTTCTT BRIP1_09_S02 

TTGCTGATTCCCGAGCAC ACAACAGCAGGCAAGATATTTC BRIP1_09_S03 

AGTGGAAATGAAATGC TGACTAAATCCAGATTAAATCTAG BRIP1_10_A01 

GTGTAAGGATGATACTGGT TAACTTTACACAAAATGGGTA BRIP1_10_A02 

GTGTAAGGATGATACTGGT TAACTTTACGCAAAATGGGTA BRIP1_10_A02_SNP 

AGTCACGACTAAATCA CCACTCCATATTTTACAAGCTGAT BRIP1_10_S01 

GCAGTGGTGATACCCATTTT CAATTGTGTCAACCAGTATC BRIP1_10_S02 

CAGCGTTTGCTTCTAACC CATTCTTAGGACATGAATGTGG BRIP1_10_S03 

TTATTAGTGCATCAAC GGATGCTAGCATGTGTTTAATACA BRIP1_11_A01 

GCTGTTCTTCAAAAAGAGG AGGCAAAATAGCAGGTAAGTG BRIP1_11_A02 

TCATTGTATTTTTGAG TGGTAAAGAGGAGGCAAGAGAAGT BRIP1_11_A03 

AGCATCCAAATTAGGC CTAATAACAGGTACTTCTCTTGCC BRIP1_11_S01 



AAGCATTATTTGAGTTGATG GTATAGAGGGGTTGGGAGGG BRIP1_11_S02 

CAAAAAATAAGAAACG TTAATAAATGTGGTTGACTCTTTT BRIP1_12_A01 

TTGCATCTAGATTTGC AGAAAACTGCAGTTCATGTGCTAA BRIP1_12_A02 

TTGAATGGGAAGGTACCAGCTC GATTATAAAATTGCGATT BRIP1_12_A03 

GCTGGTACTGAGCAAG GAACCAACAACCCATTTTTGTCTG BRIP1_12_S01 

TTCTGTCGTGAACGTT GCAAAGAAAGTGCTAATTAAGTGG BRIP1_12_S02 

AAGTCTGTTGAATCGC ACTCATTTGAAAGAGCTGGTACCT BRIP1_12_S03 

CATCTGGTACATTATCACC TCAGTGTTTCTACTTCAATAT BRIP1_13_A01 

CCTCTTCTAAAGATAAT GAACTTGGTGTTACATTTACTAT BRIP1_13_A02 

ACACTGAAGGCCTTCCAA ACCAGATGTCAAAACAATGGTC BRIP1_13_S01 

CAACTAACCTGTGAATTT GCCATTAATATCTGAAAAGGCC BRIP1_13_S02 

ACCAAGTTCTGACGAAAAGGA AGAGGCTGGGCAAAGTGGC BRIP1_13_S03 

CCTTCCAGAATACTGAAACA TCTTTTGCCTTTAAATAATC BRIP1_14_A01 

TTTTCAGGCATAACTC ATGAAGTGGGAGCACTTTTGTTAT BRIP1_14_A02 

GCATGCCAATGTTTAAAATG CTCCCACTTCATCTTGGAAC BRIP1_14_S01 

AAGATGGCAAGAAACACAAA GCCTGACCCAATGGTACCAA BRIP1_14_S02 

GAGATTCCGACCCTTGGG GATCAAGCAACAAGTTTAACAA BRIP1_14_S03 

GAGTTGGTGAAGACAG GGTCGGTGAAAAAATATTTTTTAT BRIP1_15_A01 

TCTCTACTGGTTTATG AGAAAGGTAACTGGAAATTATTTC BRIP1_15_A02 

CTAGACACACAAAAAAT GGGAGGAGAAAAAACAAATTTTG BRIP1_15_A03 

TTGTACCTTCTTACTTTGT TCTCCTCCCTGTGGTTCTACA BRIP1_15_S01 

GTCATAGTACACCTGCAG CTAATAACTAAAGAGGGGAAAG BRIP1_15_S02 

GAGAGCCAACGTTCTTTT ATCTCTCTGTGTCTTTTCTCAT BRIP1_15_S03 

TTCTCAGATGACAATGC TAATTGCAGGGATCCCTCATTTT BRIP1_16_A01 

CTGTTGTTTAAGATGG ATCTACAGGTAGGCCATCAAAACC BRIP1_16_A02 

TCTGAGAATTTTGGAT AGGAATTCCTTTTCCAAATGTGAA BRIP1_16_A03 

TACAAAACCAATGACTCCT CCTCACTCACTTTACCACGAC BRIP1_16_S01 

TACAAAACCAATGACTCCT CCTCACTCACTTTACCGCGAC BRIP1_16_S01_SNP 

TATTGTTATGACAGCACGGGC GCTTATTCTTGTCATTTTG BRIP1_16_S02 

AATGACCACCATTCAA TGACAGGGCTATATATATAAATCT BRIP1_17_A01 

CTGTTAGAAGTTAATATG CTACCTGGCCGTCAGTGGTATG BRIP1_17_A02 

CTGTTAGAAGTTAATATG CTACCTGGCTGTCAGTGGTATG BRIP1_17_A02_SNP 

GAGTAAAGTAGCAAGACTA GCCAGGTAGAAGACCTCTCAA BRIP1_17_S01 

GGTTTAAGGCCCTGTATGCTT GTAGATAATTAAAGCTCAT BRIP1_17_S02 



TCTAGATGTATTAGACACAG TTCATATTTTTATTGTGGTG BRIP1_18_A01 

CAATTTTCTGTCTGTCCC TCGCTTTAGGAATAACCCAAGT BRIP1_18_A02 

GTTATGTGTTTTTCACCA GCTCCCCAATCATTTCTGTGTC BRIP1_18_S01 

GATATATAGCGACTTGGGTTA CAGTTTTCCAGTGGGACAG BRIP1_18_S02 

GTGTCCAGGAACTACAGTGTCC TTAGTGAAATGATATTTA BRIP1_19_A01 

AAGTCATCTATCACCAGA GTATGAAAAGTTCTTCCCATTT BRIP1_19_A02 

TACACTTGAAGTGACC TAAAATTATTACCAAAAATTCACC BRIP1_19_A03 

ATTTTCCCTGGGTTTACCTTTT TGTATCCATAAAGGACAG BRIP1_19_A04 

GCACTGGAATCCTTGGCTGA CTTATTTACTGGAAGCAGCA BRIP1_19_A05 

CAAACCACCATATTTAAG GCTACTTGGTAGAGGTGAATTT BRIP1_19_S01 

TTTTCTCCTTTCTGGAGA GCTGCTTCCAGTAAATAAGGTG BRIP1_19_S02 

CCACAAAATTTTCTGG CATTAAGAACTTTTTGATGCTTTT BRIP1_19_S03 

GTGTAGACTCATTGTCCTG GCCGTACCCATTTAGAAAGTC BRIP1_19_S04 

CAGTGCACTTTCAAAGGTT CACTTGCTTTTTCTAGTGAAG BRIP1_19_S05 

CTTGGATAAATGAACTGG AAAAATATGTCATCATGCTTAT BRIP1_20_A01 

GAAAGCTGAGGATTGC TGAAATAGAAATAAAGAACTTTAA BRIP1_20_A02 

CTAACAATTCAGATTGC TGAAGAAAGTAAAATTGATGACA BRIP1_20_A03 

CTGAACTTTATGATCCTG AAAGAAGTAGATTCAGCCAGAG BRIP1_20_A04 

CTGAACTTTACGATCCTG AAAGAAGTAGATTCAGCCAGAG BRIP1_20_A04_SNP 

GACATTGAATTGTCTC GAAGAAAAAAATGACCTAGCTGAA BRIP1_20_A05 

TTAAAGATTGATGCCACCC GATTTTGAAACAGAAGCAGAA BRIP1_20_A06 

AACTGTTTTGCCCTTCACTG CATTCTGAACATCCGCTCTG BRIP1_20_A07 

CTGAGCTCGGGTCATCAGAG TGGATCATGCCCTCAATCAG BRIP1_20_A08 

CACAAGCCCAACTTTCAA CTAGTCCTCCCCGTTTCAAAAC BRIP1_20_A09 

CAGAAAGTTAAATCTC GAGTTAGCTGGTCAAGCTTTAATT BRIP1_20_A10 

CAGAGTTTAACATAAGCA GAGTTTTTCCCAGTTCCAGTTC BRIP1_20_S01 

TGCCTTTATTTTTGGAAGGAGA GCAGAATTCCATTCAACT BRIP1_20_S02 

TACCATCAATGTCATC GGTCTTTAGCTAAAATGCAATCTG BRIP1_20_S03 

CTCAGCTTTCACTTCTCTGGC CTTCATCTGTATCTTCAGG BRIP1_20_S04 

CCTCTATCAGTTTCAGCTAG CTTCTTCACTTACTAGAGAC BRIP1_20_S05 

GATAGATTCATCTTCTGC GATTTTTTCTAGTAAGGGTGGC BRIP1_20_S06 

TGTCTGGATCCAGGGCTT ACTGTCAGATTTGAGGATTCAC BRIP1_20_S07 

ATGATCCAAACGATGTGTTT GAGCTCAGGTGTTGCCTTCG BRIP1_20_S08 

GGAGGACTAGAGGCACTATTC GCTTGTGGATCTGGAAATC BRIP1_20_S09 



CTCTCTTTGTTTGTTTGT GCTCCTAGCTAACATAATTGCT BRIP1_20_S10 

 
 

 


